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Automated design and detailed profiling of MMEJ-assisted knock-in using a newly constructed 
computational pipeline 
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ࡼࡧ LoADἲࡀ㛤Ⓨࡉࢀᵝࠊ ࠎ࡞ᇵ㣴⣽⬊ᰴࡸື≀✀࡛ࡑࡢ᭷ຠᛶࡀ♧ࡉࢀ࡚࠸ࡿࠋࡋ࠿
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ࡢ㑇ఏᏊࣀࢵࢡ࢖ࣥᐇ㦂ࢆ⾜࠸ࠊࡑࡢḟୡ௦ࢩ࣮ࢣࣥࢫ(NGS)ࢹ࣮ࢱ࠿ࡽ MMEJ ࣀࢵࢡ
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⮬ືタィࡍࡿࢯࣇࢺ࢙࢘࢔͆PITCh designer͇ࢆ JavaScript+HTML5 ࢆ⏝࠸࡚㛤Ⓨࡋ
ࡓࠋPITCh designer ࡣ௵ពࡢᶆⓗ㓄ิࡢ୰࠿ࡽ MMEJ ࣀࢵࢡ࢖ࣥࡢࢹࢨ࢖ࣥࡀྍ⬟࡞
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ࢱ࢖ࣉࡢ CRISPR-Cas9 ࡛ࡢ MMEJ ࣀࢵࢡ࢖ࣥࢆྍ⬟࡜ࡍࡿ Web ࢶ࣮ࣝ࡜ࡋ࡚බ㛤ࡍ
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㛤ⓎࡋࡓࠋMaChIAto ࡣࠊ᪤Ꮡࡢኚ␗ゎᯒỗ⏝ࢶ࣮ࣝ CRISPResso ࡜㐃ᦠࡋ࡚ࡼࡾໟᣓ
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࡜ࡀ࡛ࡁࡓࠋࡲࡓ PITCh ἲ࡛ࡢࣀࢵࢡ࢖ࣥࡢṇ☜ᛶࡣࠊCRISPR-Cas9 ࡟ࡼࡿ࢖ࣥࢹࣝ
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ࣀࢵࢡ࢖ࣥࡼࡾࡶࡇࢀࡽᅉᏊ࡟ᑐࡍࡿ౫Ꮡᛶࡀ⦆࿴ࡉࢀ࡚࠸ࡿࡇ࡜ࡀ♧ࡉࢀࡓࠋḟ࡟ࠊ
MMEJ ࣀࢵࢡ࢖ࣥ࡜ྠ᫬࡟ぢࡽࢀࡿ࢖ࣥࢹࣝࣃࢱ࣮ࣥ࡜ࣀࢵࢡ࢖ࣥຠ⋡࡟╔┠ࡋࡓゎᯒ
ࢆ⾜ࡗࡓࠋ㧗ຠ⋡࡞ࣀࢵࢡ࢖ࣥࢆ♧ࡋࡓ㑇ఏᏊᗙࢢ࣮ࣝࣉ࡛ࡣ 3ሷᇶ௨ୖࡢḞኻࡀከࡃぢ
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